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Abstract

Objectives: To assess the long-term humoral immunity
induced by booster administration, as well as the ability of
binding antibody and surrogate virus neutralization tests
(SVNT) to predict neutralizing antibodies (NAbs) against the
SARS-CoV-2 Omicron variant.

Methods: A total of 269 sera samples were analyzed from 64
healthcare workers who had received a homologous booster
dose of BNT162b2. Neutralizing antibodies assessed by sSVNT
and anti-RBD IgG measured with the sCOVG assay (Siemens
Healthineers®) were analyzed at five timepoints; before and
up to 6 months following the booster. Antibody titers were
correlated with neutralizing antibodies against the Omicron
BA.1 variant obtained by pseudovirus neutralization test
(pVNT) as a reference method.
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Results: While Wild-type sVNT percentage of inhibition (POI)
remained above 98.6% throughout the follow-up period after
booster administration, anti-RBD IgG and NAbs assessed by
Omicron BA.1 pVNT showed respectively a 3.4-fold and 13.3-fold
decrease after 6 months compared to the peak reached at day
14. NAbs assessed by Omicron sVNT followed a steady decline
until reaching a POI of 53.4%. Anti-RBD IgG and Omicron sVNT
assays were strongly correlated (r=0.90) and performed simi-
larly to predict the presence of neutralizing antibodies with
Omicron pVNT (area under the ROC: 0.82 for both assays). In
addition, new adapted cut-off values of anti-RBD IgG
(>1,276 BAU/mL) and Omicron sVNT (POI>46.6%) were found to
be better predictors of neutralizing activity.

Conclusions: This study showed a significant drop in hu-
moral immunity 6 months after booster administration.
Anti-RBD IgG and Omicron sVNT assays were highly corre-
lated and could predict neutralizing activity with moderate
performance.

Keywords: binding antibodies; BNT162b2 mRNA vaccine;
neutralizing antibodies; Omicron; SARS-CoV-2; surrogate
virus neutralization tests.

Introduction

The SARS-CoV-2 Omicron variant of concern (VOC) and its
subvariants (BA.1.1.529, BA.2, BA.2.12.1, BA.4, BA.5, BA.4.6),
first identified in November 2021 in Botswana and South
Africa, are still endemic. Their particularities are that they
are more transmissible and that they escape acquired im-
munity to a greater extent than previous VOCs such as the
Delta or the Alpha variants [1-10].

It has been reported that the two-dose regimen of the
BNT162b2 vaccine was less effective against Omicron than
previous VOCs and that the protection against non-critical
Omicron infections declined significantly after 6 months
[11-19]. Comparatively, the neutralizing capacity after
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BNT162b2 vaccination was lower with Omicron than with
the other variants suggesting a lower affinity of the vaccine-
induced antibodies to block this VOC. This loss of vaccine
efficacy (VE) is strongly correlated with the decrease in
neutralizing antibody (NAbs) titer, which represents the
main host protection against SARS-CoV-2 infection by
blocking the interaction between the viral entry machinery
and the host cell [2, 4, 20-26].

The administration of a booster (third dose) has there-
fore been recommended to restore a sufficient neutralizing
capacity, especially in the frail population [27]. As evidenced
by the increase in binding and neutralizing antibody titers,
the administration of this booster dose allows protection
against the virus within 2-4 weeks but declines rapidly after
8-10 weeks, as documented by several independent research
groups [11, 12, 18, 24, 28-30]. As the decline in neutralizing
antibody may vary between patients, measuring residual
antibody levels may be an option to rationalize the admin-
istration of additional booster doses, especially as vaccine
hesitancy increases in the general population.

Nevertheless, the measurement of binding antibodies is
still based on the spike, RBD or nucleocapsid antigens of the
native strain of SARS-CoV-2 (Wuhan-Hu-1). Several studies
have shown that the correlation between binding and
neutralizing antibodies is not optimal with patients having a
very high levels of binding antibodies but a poor neutral-
izing capacity [31]. Measurement of NAbs by cell culture
techniques (i.e. plaque reduction neutralization test (PRNT)
or pseudovirus neutralization test (pVNT)) is considered as
the gold standard for assessing humoral response, but is still
rarely performed in clinical routine due to its turnaround
time and technical labour [32]. Therefore, it is essential to
have access to reliable assays that would allow the routine
evaluation of the neutralizing capacity induced by BNT162b2
and other COVID-19 vaccines.

In this study, the vaccine-induced immunity against
Omicron was evaluated using several commercial methods,
including tests that measure binding or neutralizing anti-
bodies (sVNT). We compared their results with NAbs titers
obtained by a reference pVNT method to verify their ability
to predict the serum neutralizing capacity against the Omi-
cron BA.1 variant.

Materials and methods
Study design

The ‘CRO-VAX-HCP’ study is a Belgian multicentre, prospective, and
interventional study where the vaccine-induced immunity was moni-
tored in a cohort of healthcare workers, aged between 18 and 65 years
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old, who received two doses of the BNT162b2 mRNA COVID-19 vaccine
(Comirnaty®, Pfizer-BioNTech). The study was conducted in accordance
with the World Medical Association Declaration of Helsinki and was
approved by a central Ethical Committee (approval number: 2020-
006149-21). Of the 231 initial participants who have received the first two
doses, 155 (67.1%) agreed to receive the booster and continue the study
between November 2021 and January 2022.

Of this latter population, we excluded volunteers having partici-
pated at less than three collection timepoints, resulting in a cohort of 64
participants (41.3% of the total cohort). Volunteers were invited to give
blood samples at five timepoints over a 6-months timeframe, i.e. before
the booster (day 0) and on days 14, 56, 90 and 180 after the adminis-
tration of the booster dose. A relative deviation of 10% from the planned
number of days was allowed and samples collected outside this period
were excluded. Among the 64 volunteers, fifty-one (15.9%) timepoints
were missed, resulting in a total of 269 serum samples collected. Binding
and anti-nucleocapsid antibody assays, Wild-type surrogate virus
neutralization test (SVNT), Omicron sVNT and Omicron pVNT were
performed on each sample.

Forty-five participants were still naive to any COVID-19 infection
prior to the booster dose (70%), as documented by the absence of anti-
NCP antibodies and the absence of a positive SARS-CoV-2 Real-Time
Polymerase Chain Reaction (RT-PCR) result in their history (which
started at the first dose administration). Sera from these participants
were used for analysis of antibody response kinetic. During the follow-
up, participants with positive anti-NCP antibodies (breakthrough in-
fections) were progressively excluded from the analysis to avoid
skewing the kinetics, resulting in a total of 163 samples in the kinetic
analysis. The number of participants included at each time-point is
described in Table 1.

Analytical methods

Binding and anti-nucleocapsid antibodies: Immunoglobulin G binding
antibodies directed against the RBD domain of the Wild-type SARS-CoV-2
spike protein (anti-RBD IgG) were measured using the Atellica IM
SARS-CoV-2 IgG assay (SCOVG, Siemens Healthineers®, Erlanger, Ger-
many). Anti-RBD IgG units (U/mL) were multiplied by 21.8 to be con-
verted into binding antibody units (BAU/mL), as recommended by the
manufacturer. The positive cut-off for anti-RBD IgG was 21.8 BAU/mL.
The lower limit of detection was 10.9 BAU/mL. The upper limit of line-
arity was 3,270 BAU/mL. Samples above this latter value were diluted up
to 20-fold with the specific manufacturer’s diluent.

In addition, total antibodies directed against the SARS-CoV-2
nucleocapsid were measured using the Elecsys Anti-SARS-CoV-2 assay
(Roche Diagnostics, Machelen, Belgium). The positive cut-off was 0.165
cut-off index (COI), as previously described [33].

Neutralizing antibodies: Neutralizing antibodies were assessed by
three different neutralization assays. NAbs against Wild-type and Om-
icron SARS-CoV-2 variant were measured using a SVNT method, the
cPass® SARS-CoV-2 neutralization antibody detection kit (RUO, Gen-
script®, Piscataway, New-Jersey, USA). These assays were performed
according to the manufacturer’s recommendations. The percentage of
serum neutralizing capacity was calculated using the equation: 1-(OD
value of sample/average OD value of negative control) x 100. The posi-
tive cut-off was a percentage of inhibition (POI) >30%, as recommended
by the manufacturer. Negative results were rounded to 0% to maintain
clinical and statistical objectivity.
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Table 1: Binding antibody titers, Wild-type sVNT percentages of inhibition, Omicron sVNT percentages of inhibition and Omicron pVNT titers of sera from

the naive subpopulation (n=45 participants) at various timepoints.

Anti-RBD IgG Wild-type sVNT Omicron sVNT Omicron pVNT Participants

GMT (95% CI) GM (95% CI) GM (95% CI) GMT (95% CI) n, %
Day 0 (before the booster) 97.83 (73.58-130.10) 77.74 (67.77-82.42) 0.16 (0.05-0.46) 13.00 (10.62-15.91) 36 (80.0)
Day 14 4,809 (3,992-5,794) 99.60 (99.52-99.69) 84.44 (80.64-88.42) 359.00 (250.70-513.90) 45 (100.0)
Day 56 2,995 (2,520-3,560) 99.55 (99.37-99.73) 72.29 (66.41-78.69) 192.30 (131.70-280.60) 38 (84.4)
Day 90 1,907 (1,447-2,512) 99.53 (99.37-99.68) 64.51 (56.89-73.14) 41.70 (29.44-59.06) 28(62.2)
Day 180 1,408 (913.90-2,169) 98.61 (97.60-99.62) 53.35 (42.75-66.58) 26.94 (16.24-44.70) 16 (35.6)
p-Value <0.0001 <0.0001 <0.0001 <0.0001

Positive cut-offs were >21.8 BAU/mL, >30% of inhibition and a dilution titer >1:20, respectively. The p-value corresponds to the statistical between-group

difference (i.e. Kruskal-Wallis test result).

The neutralizing potency of BNT162b2-induced antibodies against
the Omicron BA.1 variant was measured using a pVNT. Briefly,
SARS-CoV-2 pseudoviruses are maloneymurine leukaemia viruses con-
taining the SARS-CoV-2 spike protein carrying the Omicron B1.1.529 ge-
notype and the open reading frame for firefly luciferase as reporter
(E-enzyme, Gaithersburg, MD, USA). In practice, HEK293T hACE2 cells
were seeded at a density of 8,500 cells in a culture plate. The sera used
are heat-inactivated and serially diluted in a culture medium containing
10% of fetal bovine serum (FBS). The samples are mixed in a 1:4 ratio
with pseudovirus and incubated at 37 °C for 2 h. This mixture is added to
the cells and incubated at 37 °C for 48 h. The luciferase activity is finally
measured and is proportional to the number of cells infected by the
pseudovirus. The data obtained in relative luminescence units (RLU) are
converted to percentage of inhibition using the equation: (RLU sam-
ple - RLU negative control)/(RLU viral control — RLU cell control) and the
antibody titer is determined as the serum dilution at which 50% of the
infectivity is inhibited (ICsp). A sample is considered negative if the ICsy
of that sample is less than the 1:20 dilution, which is a consensus value
issued from the literature and which was verified in our institution [32,
34-36].

Statistical analysis

Median and interquartile range (IQR) were used to present de-
mographic data, while geometric mean (GM), geometric mean titer
(GMT) and 95% confidence interval (95%CI) were used for antibody
titers related data.

Kruskal-Wallis one-way analysis of variance and Tukey multiple
comparison tests were used to determine the between-group differences
for each method in the naive subpopulation (n=45 participants).

In all participants (n=64), Pearson’s correlation and Cohen’s kappa
agreement tests were performed to compare binding and neutralizing
antibodies. Receiver operating characteristic (iIROC) curve analyses
were performed to find the optimal cut-off of anti-RBD IgG able to
predict a significant Omicron BA.1 neutralization pVNT titer (>1:20) or
Omicron sVNT POI (>30%). As pVNT is considered to be the reference,
ROC curve analysis was also used to determine the best cut-off of POI
with Omicron sVNT able to predict sufficient Omicron BA.1 neutraliza-
tion pVNT titer (>1:20).

Statistical analysis was performed using GraphPad Prism 9.4.0
(GraphPad Software, San Diego, CA, USA) and MedCalc Software
(version 14.8.1, Ostend, Belgium). A p-value <0.05 was considered as
statistically significant.

Results
Demographic data

Of the 64 participants, 49 (76.6%) were women and 15 (23.4%)
were men. The median age was 42.0 years (IQR: 34.3-55.0
years). They received the booster after a median time of
280 days (IQR: 271-286 days). Of the 45 naive participants
initially enrolled for antibody kinetics, 25 (55.6%) developed a
breakthrough infection, 4 (8.9%) remained seronegative until
day 90 but missed the final timepoint (i.e. day 180) and 16
(35.6%) remained seronegative throughout study follow-up.

Antibody kinetics from the naive
subpopulation

Binding antibodies

Anti-RBD IgG titers ranged from 22.0 to 25,572 BAU/mL. All
participants had positive anti-RBD IgG titer from day 0 to
6 months after the booster. The GMT was 97.8 BAU/mL (95% IC:
73.6-130.1 BAU/mL) on day 0, peaked on day 14 with a GMT of
4,809 BAU/ML (95% IC: 3,992-5,794 BAU/mL) and then declined
steadily until reaching a GMT of 1,408 BAU/mL (95% IC: 913.9—
2,169 BAU/mL) 6 months after the booster. There was a 49.2-fold
increase in anti-RBD IgG titer hetween day O and day 14
(p<0.0001). At 6 months, the titer of anti-RBD IgG remained
higher than before the booster (p=0.0059) (Table 1, Figure 1A).

Wild-type and Omicron sVNT

For Wild-type sVNT, all participants had NAbs activity from
day 0 to 6 months after the booster and POI ranged from
37.5 to 100.0%. The GM of POI was initially 77.7% (95% IC:
67.8-82.4%) on day 0 and remained above 98.6% throughout
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Figure 1: Kinetics of antibodies directed against SARS-CoV-2 measured with va
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rious assays following BNT162b2 booster among the naive subpopulation.

(A) Binding antibody titers. The positive cut-off was >21.8 BAU/mL. (B) Wild-type sVNT percentages of inhibition. The positive cut-off was >30% of
inhibition. (C) Omicron sVNT percentages of inhibition. The positive cut-off was >30%. (D) Omicron pVNT titers. The positive cut-off was a dilution titer
>1:20. Solid lines represent GMT and 95% CI. Positive cut-offs were represented by dotted lines. Y-axis represent log10 scale for quantitative assays (i.e.

anti-RBD IgG and pVNT) or decimal scale for Wild-type and Omicron sVNT.

the follow-up and was still higher 6 months after the booster
than before its administration (p=0.0034) (Table 1, Figure 1B).

These data contrast with Omicron sVNT where 35
(97.2%) participants showed no NAbs activity on day 0 with

an initial GM of POI of 0.2% (95% IC: 0.1-0.5%). The NAbs
peaked on day 14 with a GM of POI of 84.4% (95% IC:
80.6-88.4%), where all participants became positive except
one of them (2.2%). The GM of POI followed then a steady
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decline until reaching a value of 53.4% (95% IC: 42.8-66.6%)
6 months after the booster. At this timepoint, 2 (12.5%) par-
ticipants still had no NAbs activity. The percentage of inhi-
bition ranged from 0.0 to 97.4% and the variation from day
0 to day 14 was the only statistically significant difference
between the various timepoints (p<0.0001). At 6 months, the
NAbs activity remained higher than before the booster
(p=0.0054) (Table 1, Figure 1C).

Omicron pVNT

NAbs titers ranged from 1:10 to 1:2,356. The baseline GMT was
1:13.0 (95% IC: 1:10.6-1:15.9) on day 0, where only 4 (11.1%)
participants had NAbs titer above the positivity cut-off. The
NAbs peaked on day 14 with a GMT of 1:359.0 (95% IC:
1:250.7-1:513.9) and then showed a progressive decline until
reaching a GMT 0f1:26.9 (95% IC: 1:16.2-1:44.7) 6 months after
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the booster. The NAbs titer increased 27.6-fold between day
0 and day 14 (p<0.0001). At 6 months, the titer of NAbs was
not significantly higher than before the booster (p=0.5578)
and 9 (56.3%) participants still had NAbs titer above the
positivity cut-off (Table 1, Figure 1D).

Correlation between binding antibody and
Omicron pVNT

There was a moderate correlation between anti-RBD IgG and
Omicron pVNT (r=0.58, 95% CI: 0.49-0.65, p<0.0001). Analysis
by rank categories showed that the increase in anti-RBD IgG
titer was proportional to Omicron pVNT titer, i.e. the GMT of
these binding antibodies for ranks <20, 20-80, 81-160, 161-320,
>320 of Omicron pVNT titer were 389.8, 2,031, 2,939, 4,313 and
5,704 BAU/mL respectively (Figure 2A). The GMT of anti-RBD
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Figure 2: Correlation between binding antibodies or sSVNT with pVNT. (A) Binding antibody titers, (B) Wild-type sVNT percentages of inhibition and (C)
Omicron sVNT percentages of inhibition according to rank categories of Omicron pVNT titer. Positive cut-offs were represented by dotted lines and were
>21.8 BAU/mL, >30% of inhibition and >30% of inhibition, respectively. Solid lines represent GMT and 95% CI. Y-axis represent log10 scale for anti-RBD IgG

or decimal scale for Wild-type and Omicron sVNT.
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Figure 3: Ability of various antibodies to predict neutralizing antibodies according to ROC curve analysis. (A) ROC curve of binding antibody tested for an
Omicron pVNT cut-off titer of 1:20. The Youden index gives a cut-off value of >1,276 BAU/mL. (B) ROC curve of Omicron sVNT tested for an Omicron pVNT
cut-off titer of 1:20. The Youden index gives a cut-off value of >46.6%. (C) ROC curve of binding antibody tested for an Omicron sVNT cut-off value of 30% of

inhibition. The Youden index gives a cut-off value of >551.8 BAU/mL.

IgG surrounding the neutralizing cut-off of the Omicron
BA.1 variant was 389.8 BAU/mL (95% IC: 243.5-623.8 BAU/
mL) and 3,305 BAU/mL (95% IC: 2,818-3,875 BAU/mL) for
negative (titer <1:20) and positive (titer >1:20) Omicron
PVNT sera samples, respectively. According to the ROC
curve analysis, the cut-off of >1,276 BAU/mL was found to
predict an Omicron pVNT titer >1:20 with a sensitivity of
85.5% and a specificity of 75.8% (AUC=0.82, p<0.0001)
(Figure 3A). Using this new cut-off resulted in a Cohen’s
kappa coefficient of 0.57 (95% CI: 0.45-0.68), indicating a
moderate agreement.

Correlation between Wild-type sVNT and
Omicron pVNT

Apoor correlation was found between Wild-type sVNT and
Omicron pVNT (r=0.45, 95% CI: 0.34-0.54, p<0.0001).
Analysis by rank categories showed that the increase in
Wild-type sVNT POI was not proportional to Omicron
PVNT titer, i.e. the GM of Wild-type sVNT POI for ranks
<20, 20-80, 81-160, 161-320, >320 of Omicron pVNT
titer were 83.2, 98.1, 99.6, 99.7 and 99.6%, respectively
(Figure 2B).
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Correlation between Omicron sVNT and
Omicron pVNT

A moderate correlation was found between Omicron sVNT
and Omicron pVNT (r=0.52, 95% CI: 0.43-0.61, p<0.0001).
Analysis by rank categories showed that the increase in
Omicron sVNT POI was proportional to Omicron pVNT titer,
i.e. the GM of POI of Omicron sVNT for ranks <20, 20-80,
81-160, 161-320, >320 of Omicron pVNT titer were 2.1, 37.7,
57.7, 78.4 and 87.4%, respectively (Figure 2C). The GM of
Omicron sVNT POI was 2.1% (95% CI: 0.8-5.5%) and 53.6%
(95% CI: 42.4-67.5%) for negative (titer <1:20) and positive
(titer >1:20) Omicron pVNT sera samples, respectively. Ac-
cording to the ROC curve analysis, the cut-off of >46.6% was
found to predict an Omicron pVNT titer >1:20 with a sensi-
tivity of 87.4% and a specificity of 72.6% (AUC=0.82, p<0.0001)
(Figure 3B). Using this new cut-off for Omicron sVNT resulted
in a Cohen’s kappa coefficient of 0.57 (95% CI: 0.46-0.69),
indicating a moderate agreement.

Correlation between binding antibody and
Omicron sVNT

A strong correlation was found between anti-RBD IgG and
Omicron sVNT (r=0.90, 95% CI: 0.87-0.92, p<0.0001). The GMT
of anti-RBD IgG was 175.8 BAU/mL (95% IC: 124.8-247.6 BAU/
mL) and 3,727 BAU/mL (95% IC: 3,253—4,271 BAU/mL) for
negative (POI <30%) and positive (POI >30%) Omicron SVNT
sera samples, respectively. According to the ROC curve
analysis, the cut-off of >551.8 BAU/mL was found to predict an
Omicron sVNT POI >30% with a sensitivity of 96.7% and a
specificity of 87.0% (AUC=0.96, p<0.0001) (Figure 3C). Using
this new cut-off for binding antibody resulted in a Cohen’s
kappa coefficient of 0.84 (95% CI: 0.76-0.92), indicating an
almost perfect agreement.

Discussion

Since the beginning of the COVID-19 pandemic, serological
assays have provided essential information for pandemic
surveillance [37]. The current study, which evaluates the
antibody-mediated response in healthcare workers who
received three doses of BNT162b2, shows that booster
administration elicits a rapid and significant increase in
both anti-RBD IgG and NAbs assessed by Omicron sVNT or
PVNT. This confirms the ability of the initial vaccine to
induce a cross-neutralizing activity against Omicron, even if
composed of antigen derived from the primitive strain of
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SARS-CoV-2 (Wuhan-Hu-1) [38]. The peak antibody response
was observed at 14 days with a 49.2- and 27.6-fold increase in
anti-RBD IgG and Omicron pVNT titers, respectively. At
6 months, 43.8% of the participants without breakthrough
infection were negative for pVNT (cut-off 1:20), with a
13.3-fold decrease in Omicron pVNT titer. On the other hand,
the drop in binding antibody titer was only 3.4-fold, which is
consistent with the 4.3-fold decline found by Gilboa et al. [30]
140 days after booster administration.

Many quantitative SARS-CoV-2 antibody assays are
available and in daily clinical use. Today, most laboratories
use tests that quantify antibodies directed against the RBD of
the spike glycoprotein [37]. Indeed, several manufacturers
have commercialized automated measurement solutions,
therefore allowing their widespread use. On the other hand,
while pVNT assays are still considered the gold standard,
several sVNTs have been developed with the aim of
providing a reliable correlation with pVNT, which is time-
consuming, costly and requires specific biosafety level fa-
cilities. Among SVNT assays, the GenScript cPass® assay has
been widely used and is based on the concept that neutral-
izing antibodies would disrupt the binding between RBD
coupled with HRP and ACE2 receptors coated wells. Several
studies have reported a high accuracy of this assay for the
detection of NAbs, while others have reported more nuanced
data as evidenced by Valcourt et al. who reported a high false
positive rate (>30%) due to the false detection of non-NAbs as
NAbs [39, 40]. Indeed, not all anti-RBD antibodies are sys-
tematically neutralizing and the GenScript cPass® test,
which relies only on RBD competition for the ACE2 receptor,
has been reported to be unable to discriminate the distinct
types of antibodies [41]. On the other hand, false-negative
results could be explained by the fact that antibodies tar-
geting other domains outside the RBD, such as the
N-terminal domain of S1, may also have neutralizing activity
[42, 43].

Interestingly, in our study, we observed similar per-
formance between the GenScript cPass® sVNT Omicron
BA.1-RBD and the Siemens sCOVG assay for predicting the
presence of neutralizing antibodies (>1:20 titer) with Omi-
cron BA.1 pVNT (area under the ROC: 0.82 for bhoth assays).
These results question on the real utility of using sVNT as-
says compared to binding assays, which have the advantage
of being automated, faster and less expensive. They also call
into question the clinical accuracy of studies reporting high
predictive values of binding antibodies for predicting NAbs
titers, as many of them were performed against sVNT tech-
niques. In addition, even when performed against pVNT or
PRNT techniques, they were achieved during previous out-
breaks using Wild-type strain as a reference. [44-51] As
recently reported by Springer et al. [52], the ability of
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commercial binding assays to predict neutralizing activity is
influenced by the Omicron strain. This could be explained by
the fact that the Omicron variant presents more than 30
amino acid mutations in the Spike protein, compared to the
ancestral strain, leading to distinct antibody structure
following infection or vaccination [53]. Therefore, the cut-off
used to predict NAbs capacity should be adapted, accord-
ingly. Moreover, in our study, binding assays, which have
not been adapted since the beginning of the Omicron wave
show a moderate correlation with Omicron pVNT assays,
therefore strengthening the recent literature data [24, 25, 54].
On the other hand, our results showed a poor correlation
between the GenScript cPass® Wild-type sVNT and pVNT
BA.1 assays (r=0.45). Even if this could be explained by the
limited linearity range of the Wild-type sVNT, this indicates
that this assay should no more be used given its lack of
clinical relevance in the current epidemiological situation,
where the Omicron variant is now exclusive.

The presence of higher levels of NAbs is taken as an
evidence for protection against severe disease [55, 56]. While
the exact correlates of the threshold for protective NAbs
have still not reached a consensus despite the introduction of
the WHO international standards for anti-SARS-CoV-2 im-
munoglobulins, it is still unclear what NAbs or anti-RBD
antibody levels are sufficient to prevent SARS-CoV-2 infec-
tion or reinfection. Whether WHO-calibrated anti-RBD
antibody levels could predict NAbs titers is further compli-
cated by the fact that there is still a high variability between
the assays since this attempt to standardize results between
manufacturers [37, 57, 58]. Therefore, the BAU results ob-
tained in the present study should not be inferred to other
analytical methods, despite the use of international standard
units [59].

In France, the “Haute autorité de santé (HAS)” recom-
mends the use of a cut-off of 264 BAU/mL to guide the
administration of anti-SARS-CoV-2 monoclonal antibodies
administration in immunocompromised individuals. This
cut-off was originally issued from the study by Feng et al.
[48], in which this value was proposed as an effective pre-
dictive threshold, in 80% of cases, against symptomatic
forms of COVID-19 following vaccination. However, this
latter did not take into account the high variability between
the assays on the market, nor the impact of VOCs that have
emerged since the publication of this study in September
2021. According to this cut-off, 11.5% of our samples would be
incorrectly classified as having protective antibody titers
with the sCOVG assay, while having a pVNT titer below the
positive threshold (1:20).

While there are still gaps concerning the correlation
between commercial serological assays and NAbs titers, our
results show that having a binding antibody titer above

DE GRUYTER

1,276 BAU/mL with the Siemens sCOVG assay predicts the
presence of a significant pVNT titer (>1:20) against Omicron,
with a sensitivity of 85.5% and a specificity of 75.8%. This is
further illustrated by the analysis of rank categories, where
we observed a gradual increase in anti-RBD IgG titers along
with pVNT titers, although the direct correlation between
the methods was moderate (r=0.58). These results are
consistent with numerous recent studies that have demon-
strated the need to increase the threshold of binding anti-
body that predict neutralizing activity against Omicron [25,
26, 54].

This study has several limitations. First, the sample size
was quite small and some timepoints collection were missed
(15.9%). Secondly, for kinetic analysis of the antibody
response, the cohort is being reduced over time because
some participants, who are HCWs exposed to SARS-CoV-2,
have developed a breakthrough infection and were pro-
gressively excluded for the analysis. This exclusion criterion
may also have introduced a bias as patients without break-
through infection may only represent patients who were
able to develop strong immunity against Omicron. More-
over, patients included for kinetic analysis were only in-
dividuals who remained seronegative between the first and
the booster dose of the vaccine; however, we cannot firmly
exclude that some patients contracted the virus early during
the pandemic and crossed back the anti-NCP positive
threshold before the beginning of the serological follow-up.
Thirdly, while our results concern Omicron BA.1, the BA.4/5
variants are becoming predominant and seems to be more
susceptible to escape NAbs than the primitive strain of
Omicron [60, 61]. On the other hand, the main strength of our
study is that we could use a pVNT method as a reference,
whereas many studies used a sVNT assay as a reference to
classify their patients as having or not neutralizing anti-
bodies. In our opinion, and based on our observation, this
seems particularly hazardous since these assays were
developed to correlate with pVNT assays but are not cell-
based assays.

Conclusions

Administration of a homologous BNT162b2 booster led to a
rapid increase in both binding and neutralizing antibodies
against Omicron. The antibody peak was reached on day 14
and then declined steadily up to 6 months. Binding anti-
bodies measured with the commercial sCOVG assay showed
a strong correlation with Omicron BA.1-RBD sVNT. There-
fore, in our opinion, the use of the GenScript cPass® sVNT
Omicron BA.1-RBD assay has no added-value over this
binding antibody assay, when used with an appropriate cut-
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off, to predict neutralizing capacity. Nevertheless, the cor-
relation and the agreement of these commercial assays with
PVNT is insufficient to reliably use their results for clinical
decision making. Their utility, in the current evolution of the
pandemic, is insufficiently demonstrated and manufac-
turers should improve their assay to better fit the evolving
epidemiological landscape.
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